Widespread phylogenetic distribution of a protein methyltransferase that modifies L-isoaspartyl residues.
Protein L-isoaspartyl methyltransferase is implicated in the repair or degradation of age-damaged proteins that contain atypical, L-isoaspartyl residues. The enzyme has previously been demonstrated in a variety of vertebrates and in the bacterium S. typhimurium (O'Connor, C.M. and Clarke, S. (1985) Biochem. Biophys. Res. Commun. 132, 1144-1150). We report here that the enzyme is present in a mollusc (great slug), a crustacean (pill woodlouse), a fungus (mushroom), and a plant (wheat germ). Using mushroom as an example, we show that the enzyme activity may, in some instances, require a partial purification before its presence is clearly detectable. Our findings significantly extend the known phylogenetic distribution of this enzyme and suggest that it may play an indispensable role in protein metabolism.